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Abstract
Seventy one genetically diverse genotypes of lentil were studied at the Seed Breeding Farm, Department of Plant Breeding
and Genetics, J.N.K.V.V., Jabalpur (M.P.), India; during Rabi season to observe their phenotypic variability and associations
of different quantitative characteristics. High heritability estimate accompained by high genetic gain were observed for
traits plant height, number of primary branches per plant, number of secondary branches per plant, total number of pods
per plant, number of effective pods per plant, 100 seed weight, biological yield per plant, harvest index and seed yield per
plant. Harvest index, number of effective pods per plant, total number of pods per plant and biological yield per plant were
found to display significant positive relationships with seed yield. Harvest index, biological yield per plant, days to 50%
flowering, days to maturity and number of primary branches per plant showed maximum and positive direct effect on seed
yield per plant. Association analyses revealed that total number of pods per plant, biological yield per plant and harvest
index showed positive and significant  association with seed yield per plant as well as its have direct positive effect on seed
yield. Thus, these traits might be considered for selecting the high yielding genotypes in lentil.
Key words : Correlation, path coefficient analysis, genetic variability, lentil.
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Introduction
The lentil or Masoor dal (Lens culinaris Medik) is a

bushy annual plant of the legume family, grown for its
lens-shaped seeds. It is about 15 inches tall and the seeds
grow in pods, usually with two seeds in each. With 26%
protein, lentils have the third highest level of protein from
any plant-based food after soybeans and hemp and is an
important part of the diet in many parts of the world,
especially in Indian subcontinent, which have large
vegetarian populations. A variety of lentils exists with
colors that range from yellow to red orange to green,
brown and black. Red, white and yellow lentils are
decorticated, that is, they have their skins removed. There
are large and small varieties of many lentils. One of the
primary objectives of lentil breeders is to increase the
grain yield. Generally, yield represents the final character
resulting from many developmental and biochemical
processes which occur between germination and maturity.
Before yield improvements can be realized, the breeder

needs to identify the causes of variability in grain yield in
any given environment. Since fluctuation in environment
generally affects yield primarily through its components,
many researchers have analyzed yield through its
components (Adams, 1967; Mcneal et al., 1974; Ishaq et
al., 2000; Esan and Omolaja, 2002). Grafius (1960)
suggested that individual yield components may contribute
valuable information in breeding for yield. Yield when
viewed from the mechanistic or geometric point of view
is a product of its components. Knowledge of genetic
variability, heritability and the association between traits
being improved e.g. yield and other traits in the population
is desirable to a plant breeder. This will enable him to
know how the selection pressure exerted by him on one
trait will cause changes in other traits. Furthermore, the
direction and magnitude of such changes could be made
manifest. Traits associated with yield may be used either
as indirect selection criteria or in a selection index for
higher yield. Negative correlations are often found between
morphological components of yield in crop plants. They
probably arise primarily from developmentally-induced*Author for correspondence:Email: suneetagen@gmail.com



relationships (Tambal et al., 2000). The aim of this work
was to identify variability, correlation and path coefficient
estimates of economically important plant characteristics
and to determine the characteristics contributing to seed
yield in exotic lines of lentil.

Materials and Methods
The present study was carried out at the Seed Breeding

Farm, Department of Plant Breeding and Genetics,
College of Agriculture, Jabalpur (M.P., India) under Lentil
Improvement Project during Rabi 2013-14.

Seventy one lentil genotypes received from ICARDA,
Morroco were used as material and were planted in a
randomized block design with three replications, in plots
of 4 rows, each 3 m long and spaced 25 x 10 cm. Data
were collected on days to 50% flowering, days to pod
initiation, days to maturity, plant height, number of
primary branches per plant, number of secondary
branches per plant, total number of pods per plant, number
of effective pods per plant, number of seeds per pod, 100
seed weight, biological yield per plant, harvest index and
seed yield per plant. The days to 50% flowering, days to
pod initiation and days to maturity were recorded on a
whole plot basis and other characters were recorded from
a random sample of plants in each plot.

Standard statistical procedure were used for the
analysis of variance, genotypic and phenotypic coefficients
of variation (Burton, 1952), heritability (Hanson et al.,
1956) and genetic advance (Johnson et al., 1955). The
genotypic and phenotypic correlation coefficients were
computed using genotypic and phenotypic variances and
co-variances (Al. Jibouri et al., 1958). The path coefficient
analysis was done according to the method by Dewey
and Lu (1959).

Results and Discussion
Genetic variability

Variability in the population, especially in respect to
the characters for which improvement is sought, is a
prerequisite for successful selection. Data on mean,
variability, heritability and genetic advance as percentage
of mean are presented in table 1. The analysis of variance
showed significant differences among genotypes for all
the 13 characters studied, which provides an opportunity
for selecting suitable genotypes with better performance
for the traits. The estimates of phenotypic coefficient of
variation (PCV) in general, were higher than the estimates
of genotypic coefficient of variation (GCV) for all the
characters, which suggested that the apparent variation
is not only due to the genotypes but also due to the

influence of environment. The characters viz. number of
pods per plant, number of branches per plant, seed yield
and harvest index showed high GCV estimates. This is
an indicative of less amenability of these traits to
environmental fluctuations and hence, greater emphasis
should be given to these characters, while breeding
cultivars from the present material.

High GCV for seed yield and harvest index were also
earlier reported by Younis et al. (2008) and Rasheed et
al. (2008). The magnitude of PCV ranged from 5.43 for
days to maturity to 58.0 for number of effective pods per
plant. The characters with high phenotypic coefficient of
variation indicated more influence of environmental
factors. Therefore, caution has to be exercised during the
selection program because the environmental variations
are unpredictable in nature and may mislead the results.
Similar findings were reported for characters like plant
height, number of pods per plant and seed yield (Harer
and Deshmukh, 1992; Jagtap and Mehetre, 1994).

The heritability for most of the characters ranged from
0.673 to 0.982. The heritability estimates was high for
100-seed weight, followed by days to pod initiation, days
to 50% flowering, days to maturity, total number of pods
per plant, plant height, number of effective pods per plant,
biological yield per plant, number of secondary branches
per plant, seed yield per plant, harvest index and number
of primary branches per plant, which suggested that the
characters are least influenced by the environmental
factors and also indicates the dependency of phenotypic
expression which reflects the genotypic ability of cultivars
to transmit the genes to their off-springs.

Similar results were also reported by Bicer and Sarkar
(2008), Younis et al. (2008), Rasheed et al. (2008), Rao
and Yadav (1988), Chauhan and Singh (1998), Singh and
Srivastava (2013). High heritability does not mean a high
genetic advance for a particular quantitative character.
Johnson et al. (1955) reported that heritability estimates
along with genetic gain would be more rewarding than
heritability alone in predicting the consequential effect of
selection to choose the best individual. The expected
genetic advance was high for number of effective pods
per plant, total number of pods per plant, seed yield per
plant, harvest index, number of secondary branches per
plant, biological yield per plant, 100 seed weight, number
of seeds per pod, number of primary branches per plant
and plant height. High heritability coupled with high
genetic advance over mean was observed for plant height,
number of primary branches per plant, number of
secondary branches per plant, total number of pods per
plant, number of effective pods per plant, seeds per pod,

Genetic Variability and Interrelationship among the different Traits in Exotic Lines of Lentil 1165



1166 S. Pandey et al.

100 seed weight, biological yield per plant, harvest index
and seed yield per plant, which suggested that these
characters can be considered as favorable attributes for
the improvement through selection and this may be due
to additive gene action (Panse, 1957) and thus, could be
improved upon by adapting selection without progeny
testing. Similar results have also been reported by Yadav
et al. (2003). Days to 50% flowering, days to pod initiation
and days to maturity showed high heritability accompanied
with moderate genetic advance. This reflects the presence
of non-additive gene effects. Selection based on such traits
may not be rewarding.
Correlation

The progresses in plant breeding depends upon
effective selection scheme based on the correlated and
non-correlated response. The seed yield in almost all the
crops is referred as super trait which results from the
multiplicative interactions of several other traits which
are termed as yield components. Thus, genetic architecture
of seed yield in lentil as well as other crops is based on
balanced or overall net effect produced by various yield
components directly with one another. Therefore,
identification of important yield components and
information about their association with yield and also
with each other is very useful for selecting efficient
genotypes for evolving high yielding varieties. In this
respect, the correlation coefficient which provides
symmetrical measurement of degree of association
between two variables or characters, help us in
understanding the nature and magnitude of association
among yield and yield.

Knowledge of correlation is required when selection
is to be made on several characters at a time through
some simultaneous selection model (Singh, 1972). Even
if, the objective is to make selection on a single trait, the
knowledge of correlation is essential to avoid the
undesirable correlated changes in other characters. In
general, magnitude of genotypic correlation was higher
than their corresponding phenotypic correlation
coefficients in most of the characters suggesting that a
strong inherent association exists for the traits studied
and phenotypic selection may be rewarding. Higher
magnitude of genotypic correlation helps in selection for
genetically controlled characters and give a better response
for seed yield improvement than that would be expected
on the basis of phenotypic association alone (Robinson
et al., 1951). The genotypic and phenotypic correlation
coefficients between yield and yield attributes are given
in Table 2. Harvest index, number of effective pods per
plant, total number of pods per plant and biological yield
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per plant exhibited significant and positive correlation
with Seed yield per plant.

The degree of association was highest between days
to pod initiation and days to 50% flowering. It was
followed by number of effective pods per plant and total
number of pods per plant. Hamdi et al. (2003) also
reported that seed yield was positively and significantly
correlated with pod numbers, harvest index and
negatively with flowering duration. High positive
correlation of number of effective pods per plant with
seed yield may be attributed to the increased sink strength
(Nakaseko, 1984). Diaz Carrasco et al. (1985) also
suggested that yield could be raised by selecting for
earliness, tallness and more pods per plant, which is
evident in the present study.

Amongst the other characters, harvest index showed
positive and highly significant correlation with number
of effective pods per plant, total number of pods per plant,
number of secondary branches per plant and number of
primary branches per plant, suggesting that increased
harvest index is associated with more production of pods
and number of branches.

Number of effective pods per plant also exhibited
highly significant and positive correlation with seed yield
per plant, harvest index, number of primary branches
per plant, number of secondary branches per plant, total
number of pods per plant and biological yield per plant.

Days to 50% flowering and days to pod initiation
exhibited highly significant negative correlation with
number of secondary branches per plant, number of
primary branches per plant, number of effective pods
per plant, harvest index, total number of pods per plant
and seed yield per plant. As per the plant height is
concerned, it showed the positive correlation with
biological yield per plant, 100 seed weight, days to 50%
flowering, days to pod initiation and days to maturity.
Negative correlation of plant height with number of
primary branches per plant and number of secondary
branches per plant. The results obtained by Esmail et al.
(1994), Begum and Begum (1996), Vir et al. (2001),
Kishore and Gupta (2002), Naji et al. (2003), Al-Ghzawi
et al. (2011) and Tadesse et al. (2014) were the agreement
with the present findings.
Path coefficient analysis

Knowledge of correlation alone is often misleading
as the correlation observed may not be always true. Two
characters may show correlation just because they are
correlated with a common third one. In such cases, it
becomes necessary to study a method which takes into
account the causal relationship between the variables in Ta
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addition to the degree of such relationship. Path coefficient
analysis measures the direct influence of one variable upon
the other and permits separation of correlation coefficients
into components of direct and indirect effects. Portioning
of total correlation into direct and indirect effects provide
actual information on contribution of characters and thus
form the basis for selection to improve the yield.

Path coefficient analysis (table 3) for seed yield
revealed that the traits like harvest index, biological yield
per plant, days to 50% flowering, days to maturity and
number of primary branches per plant showed highest
positive direct effect on seed yield per plant. These results
agree with the earlier reports of Priti et al. (2003). It means
a slight increase in any one of the above traits may directly
contribute towards seed yield. Similar results were
observed by Vir et al. (2001) for harvest index, biological
yield per plant and days to maturity, Kumar et al. (2004b)
for harvest index, biological yield and days to 50%
flowering,  Singh et al. (2009) and Tyagi and Khan (2010)
for harvest index, biological yield and pods per plant.

However, number of effective pods per plant, 100
seed weight, number of secondary branches per plant,
number of seeds per pod and days to pod initiation showed
negative direct effect. Similar findings were observed by
Tadesse et al. (2014) for 100 seed weight. For days to
maturity, the direct effect was positive while, its
association with seed yield was observed to be negative,
indicating the importance of restricted selection model
for exploitation of the direct effect noticed. The indirect
effect of number of primary branches per plant, number
of secondary branches per plant, total number of pods
per plant, number of effective pods per plant and 100 -
Seed weight, was positive on seed yield via harvest index.
The correlation between seed yield and harvest index was
mainly due to direct positive effect of harvest index on
seed yield. It shows that direct selection for this trait may
improve seed yield per plant.

The path coefficient analysis revealed that direct and
indirect contribution of harvest index; biological yield per
plant and number of pods per plant were maximum on
seed yield.

Conclusion
The above findings revealed that whatever, may be

the character chosen for increasing the seed yield, the
improvement could be achieved only through number of
harvest index and number of pods per plant. All the above
characters exhibited their indirect effect mostly through
number of pods per plant, harvest index and biological
yield. Hence, it may be concluded that harvest index and

number of pods per plant are the main traits which are
responsible for manipulation of seed yield in lentil. The
residual effect was found to be moderate which indicates
that there may be some more its assocomponents that are
contributing towards seed yield.
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